Supplementary figure legend:
Supplementary figure 1: A comparison of temperature factors of GlpG S201T in a lipid and detergent environment A) A cartoon representation of GlpG S201T determined in a lipid or detergent environment. The spectrum of colour denotes, blue as having the lowest B factor and orange/red as having the highest B factor. B) A graphical display of the average B factor distribution of all protein residues. It is very clear that major difference in temperature factor is found in the loop regions in particular L4 and L5. In L4 residues Arg217 and Gln226 have substantially lower temperature factors of 17.9 Å 2 and 28.6 Å 2 respectively in the lipid environment as opposed to 41.5 Å 2 and 43.5 Å 2 in presence of detergents. This is possibly because of their restricted mobility brought by their interaction with the lipid head groups and the crystal contact between Arg227 with acidic residues from L1 of symmetry related molecules ( Fig 3A) . and Arg227 (blue sticks) that mediate the interaction between two layers are highlighted. The up and down orientation of GlpG molecules and the shift along the a-axis in the same layer can be best seen in panels B and A respectively.
Supplementary figure 4:
The 2Fo-Fc map is shown in panels are contoured at 1σ for all lipid molecules described in the present model. figure 3A of the main text. In the GlpG S201T structure, BNG514 bends into the active site with a small displacement of L5. A partially ordered detergent molecule is found in the same position in GlpG WT structure but it is not bent.
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